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	Sample ID
	Total raw reads
	Reads after QC
	Average quality score
	Average read length (bp)
	Host DNA (%)
	Bacterial DNA (%)
	Other eukaryotic DNA (%)

	S01
	23293515
	8093179
	34
	150.5
	0.000
	99.972
	0.028

	S02
	19267989
	5336500
	34
	150.5
	0.016
	99.981
	0.001

	S03
	13773183
	4046751
	34
	150.5
	0.001
	99.995
	0.003

	S09
	28404666
	9834784
	34
	150.5
	0.003
	99.997
	0.00001

	S10
	27212505
	8313222
	34
	150.5
	0.000
	99.814
	0.186

	S11
	23978297
	6712363
	34
	150.5
	0.001
	99.804
	0.195

	S12
	25812754
	9263780
	34
	150.5
	0.000
	99.988
	0.012

	S13
	21779893
	7901999
	34
	150.5
	0.000
	99.985
	0.012

	S14
	27928658
	9350639
	34
	150.5
	0.000
	99.977
	0.023

	S15
	15702998
	4719783
	34
	150.5
	0.000
	99.968
	0.031

	S16
	25952318
	6880827
	34
	150.5
	0.001
	99.998
	0.001




