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PFD1245C ACAPYRRLFLCNKNMEKMG- - - -RTSTTKHDLLLDVCMAANYEAQSLIRYHDQYDATYP - 55
PFA0015C ACAPYRRLHLCSHNLESIQTNNYNSGNAKHNL LVDVCMAAKYEGDSIKNYYPKYQRTYP- 59
ON991821 ACAPFRRLSLCDRNLELMN- - -RKKTKARHKLLLDVCLAAKFEAESLIPDHAHYVAKYG- 56
ON991924 ACAPYRRLSLCNKNFQXIN---NYSSNAKHNLLLDVCMAANYEAQSLIPYHAQYDEQYP - 56
PFFO005C ACAPYRRLSLCNKNFQXIN- - -NYSSKAKHNLLLDVCLAANHEGQSIKTHLKQYDAEYPS 57
ON991927 ACAPFRRLHLCDQHLEHIXH--D-KI-TRHNLLADVCLAAKFEAESLEKHRAKYQLTNP- 55
ON991930 ACAPFRRLNLCVTNLENINN--YGKI-NNDTLLADVCLAALHEGVLISADHARYKETNN- 56
PFFO845C ACAPYRRLHVCVRNLENIND- - YSKINNKHNLLVEVCLAAKYEGESITGRYPQHQETNP - 57
ON991938 ACAPFRRLHLCDKNLEQIXKA--Q-QI-TTHNLLADVCMAAKFEGQSIRGYHPQYDEQYP - 55
ON991943 ACAPFRRLHVCDKNLEQIEP--I-KITNTHNLLVDVCQAAKYEGQSITRYYQQYRAQYG- 56
ON991949 ACAPF RRLHLCDYNLE(ITD— -T-NTTTTHNL LVDVCLAAI\YEGESLI\GYHDKYNATYS— 56
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PFD1245C GSDFSMCTMLARSFADIGDIIRGXDLYLGKXKXKKTETERDQLESKLKXIFGDIYNELTN 11s
PFA0015C DTNSQLCTVLARSFADIGDIVRGKDLYLGNPQE---STQRIILENNLKDIFAKIHSDVMS 116
ON991821 DSGSTICTVLARSFADIGDIIRGKDLYLGNPQE---SAQREXLEENLKKIFEKIHDDVMK 33
ON991924 GSGSTMCTMLARSFADIGDIIRGRDLFRGNMNKE - - -KTKREXLEENLKRIFGDIYEELK- 112
PFFO005C GSGHTTCTALARSFADIGDIIRGXDLYRRDKGE------ KKKLEEHLKTIFGKIHSDVT- 11e
ON991927 GFRTNICTALARSFADIGDIVRGRDLYRRDSRT------- DXLENNLKRIFQEIYNNLME 1es8
ON991930 DVNANICTMLARSFADIGDIVRGXDLYRGVNGN------- DXLENKLKEIFKKIHEGLTS 109
PFF0845C DTXSQLCTVLARSFADIGDIIRGKDLYRGGNTKEK - -KKRKKLEENLKTIFGHIYDELKN 115
ON991938 GSVYSTMCTMLARSFADIGDIIRGXDLYNGNNRKG---—-- EXLENKLKEYFEKIYXKDVTR 109
ON991943 DSPSQICTVLARSFADIGDIIRGXDLYLGDKKEK------ LKLEKKLKKYFKELHNHLEL 11e
ON991949 DSRSQLCTVLARSFADIGDIIRG-\DLYRGNRK-\NQ\IVTERE\LEQkLI\EIFAKIHEELKN 116
* % XX EEXEXEEZTERE ** X-- s - ss -
PFD1245C GR------ N--GVKDHYQD - DNGGNYF QL REDWWTANRATVIWKAITCKAD- - - TGNAYFR 163
PFA0015C TSGSN--GR--ALQKRYK---DTDNYYELREDWVWALNRDQVIVKAITCNAG- - -GGNRYFR 166
ON991821 TRGSN--GE--ALKTRYEN--DTGNYYKLREDWWTANRETVINKAMTCSD- -DLKDASYFR 165
ON991924 ----N--EK--TLQARYKK-DEDPNFFQLREYIWWYANRHTVIWKAMTCSD- -KLANYKYFR 161
PFFO005C SSGSN--XE--ALQERYNG- -DKENYYKLREDWWTANRETVWEAITCDDDDKLANASYFR 164
ON991927 DLKNYPTXS--AEAEERYK-DNEGNHYQLREDIWVWEANRQEVINKAITCDAK - - -G-SQYFR 161
ON991930 TNGRN--GE--AP-KKYYF -DPKGNFYQLREDIWWIYANRETVIWKAIRCSAP - - -TDANYFR 160
PFF0845C GKTNG- - EE- - ELQKRYRG-DKDNDFYQLREDWWDANRETVIVKAITCNAG- - -S-YQYSQ 166
ON991938 TSTRE--KR--SALQTRYG- -GDPNYYKLREDIWNNNRLMVINYAITCGVK - - -G-NKYFR 159
ON991943  -------- R--S-KNHYQS- -NDTNYF ELREDWVALNRKDVIWKALTCEAS---G--TYFR 152
ON991949 GKTNK--EA--A- kDHYkD--DGDNFFQLREDM-JDANRETVIxI\ALTCDAD---G--SYFR 164
.. sEEE ET T 2% o s
PFD1245C PT-CSNRQGP-- —SQAHHYCRCNGD.-(PDDDK- ---PNTDPPTYFDYVPQYLRWFEEWA 213
PFAO015C QT-CGSG------ EWAKDKCRCKD------------~ DKVPTYFDYVPQYLRIWFEEWA 204
ON991821 QT-CDDD---GTSSRANHXCRCKDKKGQH------ DTDQVPTYFDYVPQYLRWFEEWA 213
ON991924 PT-CDSVDGKGP-SQAQNRCRCD---GA------— KADQVPTYFDYVPQYLRWFEEWA 207
PFFOO05C AT-CSDSDGXGSFSQANDKCRCKDKKGK------- NTDQVPTYFDYVPQYLRWFEEWA 214
ON991927 RT-CGSGNN-A--SPTQDNCRCAT------------~- NYVPTYFDYVPQYLRWFEEWA 202
ON991930 QTVCSGGKT----- PTQGKCRCID-------=-=-=-=--~ FSVPTYFDYVPQYLRWFEEWA 200
PFFO845C PT-CGRGEI-P--YVTLSKCQCIA------------— GEVPTYFDYVPQYLRWFEEWA 207
ON991938 QA-CGSGHT----- PTQDDCRCPI-----------=- YKVPTYFDYVPQYLRWFEEVA 198
ON991943 HT-CNGQNP-T---ETKDMNCKCIN------------- GDVPTYFDYVPQYLRWFEEWA 192
ON991949 AT-CGGDMNK-KTTIRTPSQCRCIN---------—--- FSYPTYFDYVPQYLRWFEEWA 207
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Supplementary Fig. S1. Alignment of the DBLa sequences of Myanmar population and 3D7 strain.
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