Supplementary Table S1. Oligonucleotides used for the construction of the Acanthamoeba Cre-loxP system. Restriction enzyme sites are
indicated with underlining

Genes Name Sequences
EE?F 5'-CCTCTAGAAAACGACGCCTTGCAACAAGCTGAG-3'
Neo NEO
- 5-GGGATATCTTATCGCTATCGATTCACAC-3'
EcoV-R
5°.UTR 51(231}; 5-CTAAAGGGAACAAAAGCTGGGTACCGCGTAAAGGCGGGGG-3'
of
polyubiquitin Ijhleﬁ{_i{ 5'-CTCCTCGCCCTTGCTCACCATAAGCTTTGTTGGCTTGTGTG-3'
tdTomato- , ,
HindlllF 5-AAGCCAACAAAGCTTATGGTGAGCAAGGGCGAGGAGGTC-3
tdTomato T
i 5-ATGGTTAATTAATTAACCCGGGTTACTTGTACAGCTCGTCCATGCCG3!
XZZ‘;:F 5'-CGAGCTGTACAAGTAACCCGGGTTAATTAATTAACCATGG-3'
loxP-Neo-loxP N
ylr  S-GTAGCTGTAGGCACTCGAGATAACTTCGTATAATGTATGCTATA-3
3°-UTR ;{ERF 5-CATTATACGAAGTTATCTCGAGTGCCTACAGCTACTACTTTCTGC-3'
of
polyubiquitin EjeIT_};‘ 5-TGGCGGCGCTCTAGACTAGTGACCTTCTACTCAACAGATGAAGGT-3'
Hyg- 5°-GGCTTAAGGCTAGAGCCACCATGGATAGATCCGGAAAGCC-3'
Hygromycin B AflI-F
phosphotransferase Hyg-
BBLR 5°-GGTTCGAACCCCAGAGTCCCGCCTATTCCTTTGCCCTCGGACG-3'
NLS-Cre- 5°-GACTAGTATGGCCCCAAAGAAGAAGCGGAAGGTCTCCAATTTACTGA-3'
NLS-Cre Spel-F
recombinase NLS-Cre-

5’-ACTAGTATCGCCATCTTCCAGCAGG-3'
Spel-R






