
Genes Name Sequences

Neo

NEO-
XbaI-F 5'-CCTCTAGAAAACGACGCCTTGCAACAAGCTGAG-3'

NEO-
EcoV-R 5'-GGGATATCTTATCGCTATCGATTCACAC-3'

5’-UTR 
of 

polyubiquitin

5’UTR-
Kpnl-F 5'-CTAAAGGGAACAAAAGCTGGGTACCGCGTAAAGGCGGGGG-3'

5’UTR-
Hindlll-R 5'-CTCCTCGCCCTTGCTCACCATAAGCTTTGTTGGCTTGTGTG-3'

tdTomato

tdTomato-
Hindlll-F 5'-AAGCCAACAAAGCTTATGGTGAGCAAGGGCGAGGAGGTC-3'

tdTomato-
XmaI-R 5’-ATGGTTAATTAATTAACCCGGGTTACTTGTACAGCTCGTCCATGCCG-3'

loxP-Neo-loxP

Neo-
XmaI-F 5'-CGAGCTGTACAAGTAACCCGGGTTAATTAATTAACCATGG-3'

Neo-
XhoI-R 5'-GTAGCTGTAGGCACTCGAGATAACTTCGTATAATGTATGCTATA-3'

3’-UTR 
of 

polyubiquitin

3’UTR-
XhoI-F 5'-CATTATACGAAGTTATCTCGAGTGCCTACAGCTACTACTTTCTGC-3'

3’UTR-
SpeI-R 5'-TGGCGGCGCTCTAGACTAGTGACCTTCTACTCAACAGATGAAGGT-3'

Hygromycin B 
phosphotransferase

Hyg-
AflII-F 5’-GGCTTAAGGCTAGAGCCACCATGGATAGATCCGGAAAGCC-3'

Hyg-
BstBI-R 5’-GGTTCGAACCCCAGAGTCCCGCCTATTCCTTTGCCCTCGGACG-3'

NLS-Cre 
recombinase

NLS-Cre-
SpeI-F 5’-GACTAGTATGGCCCCAAAGAAGAAGCGGAAGGTCTCCAATTTACTGA-3'

NLS-Cre-
SpeI-R 5’-ACTAGTATCGCCATCTTCCAGCAGG-3'

Supplementary Table S2

Supplementary Table S1

Genes Name Sequences

tdTomato
tdTomato-1 5'-CGCCAAGCTCGAAATTAACCCTCAC-3'

tdTomato-2 5'-CGCCTTGGAGCCGTACATGAAC-3'

Neomycin
cassette 

Neo-3 5'-GACAATCGGCTGCTCTGATGCCGCC-3'

Neo-4 5’-CGGCAAGCAGGCATCGCCATGGG-3'

Hygromycin
cassette

Hyg-5 5'-GCATCGGCCGCGCTCCCGATTC-3'

Hyg-6 5'-GCTCCGGATGCCTCCGCTCGAAG-3'

Supplementary Table S1. Oligonucleotides used for the construction of the Acanthamoeba Cre-loxP system. Restriction enzyme sites are 
indicated with underlining  




